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Lodish HF. Molecular cell biology. 7th ed., international ed. New York: W.H. Freeman and
Company; 2013.        
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Taylor and Francis Group; 2015.        
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Bartlett Learning; 2018.        
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genome: detection, functions and therapeutic potential. Nature Reviews Molecular Cell
Biology. 2017 Feb 22;18(5):279–284.        
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Rice PA, Yang S wei, Mizuuchi K, Nash HA. 7. Crystal Structure of an IHF-DNA Complex: A
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protein–DNA recognition specificity. Nucleic Acids Research. 2018 Jun 1;46(10):4845–4871.
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Gilbert N, Allan J. Supercoiling in DNA and chromatin. Current Opinion in Genetics &
Development. 2014 Apr;25:15–21.        
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Schoeffler AJ, Berger JM. 11. DNA topoisomerases: harnessing and constraining energy to
govern chromosome topology. Quarterly Reviews of Biophysics. 2008 Feb;41(01).        
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Nogales E, Louder RK, He Y. 12. Structural Insights into the Eukaryotic Transcription
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Nudler E. 13. RNA Polymerase Active Center: The Molecular Engine of Transcription.
Annual Review of Biochemistry. 2009 Jun;78(1):335–361.        
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Lelli KM, Slattery M, Mann RS. 14. Disentangling the Many Layers of Eukaryotic
Transcriptional Regulation. Annual Review of Genetics. 2012 Dec 15;46(1):43–68.        
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Rowley MJ, Corces VG. Organizational principles of 3D genome architecture. Nature
Reviews Genetics. 2018 Dec;19(12):789–800.        
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Clapier CR, Iwasa J, Cairns BR, Peterson CL. 16. Mechanisms of action and regulation of
ATP-dependent chromatin-remodelling complexes. Nature Reviews Molecular Cell Biology.
2017 May 17;18(7):407–422.        
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Uhlmann F. 17. SMC complexes: from DNA to chromosomes. Nature Reviews Molecular
Cell Biology. 2016 Apr 14;17(7):399–412.        
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Pomerantz RT, O’Donnell M. 18. Replisome mechanics: insights into a twin DNA
polymerase machine. Trends in Microbiology. 2007 Apr;15(4):156–164.        

     

22. 

Renkawitz J, Lademann CA, Jentsch S. 19. Mechanisms and principles of homology search
during recombination. Nature Reviews Molecular Cell Biology. 2014 May 14;15(6):369–383.
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Kaniecki K, De Tullio L, Greene EC. A change of view: homologous recombination at
single-molecule resolution. Nature Reviews Genetics. 2017 Dec 11;19(4):191–207.        
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cells. Mutation Research/Reviews in Mutation Research. 2017 Jul;773:174–187.        
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http://ezproxy.lib.gla.ac.uk/login?url=http://linkinghub.elsevier.com/retrieve/pii/B97801240
76761000019       
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Marteijn JA, Lans H, Vermeulen W, Hoeijmakers JHJ. 26. Understanding nucleotide excision
repair and its roles in cancer and ageing. Nature Reviews Molecular Cell Biology. 2014 Jun
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Pennisi E. DNA’s Cast of Thousands. Science. 2003 Apr 11;300(5617):282–285.        
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Tessarz P, Kouzarides T. Histone core modifications regulating nucleosome structure and
dynamics. Nature Reviews Molecular Cell Biology. 2014 Oct 15;15(11):703–708.        
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DoubliÃ© S, Zahn KE. Structural insights into eukaryotic DNA replication. Frontiers in
Microbiology. 2014 Aug 25;5.        
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West SC. The search for a human Holliday junction resolvase. Biochemical Society
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38. 
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Current Opinion in Structural Biology. 2011 Jun;21(3):370–378.        

     

39. 

Modrich P. Mechanisms in                              and Human Mismatch Repair (Nobel Lecture).
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42. 

Terakawa T, Bisht S, Eeftens JM, Dekker C, Haering CH, Greene EC. The condensin complex
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